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a4 PRIDE Basic Statistics
p !ﬂ L E’ 4 Search PRIDE: S
The PRIDE database currently contains:
* Search | Advanced Search
* PRIDE Home I —I —_— * 1626 Experiments
. * 178868 Protein Identifications
= Project
' * Exampies ® 501245 Supporting Peptide
* Members Identifications
, Click on the links in the Example column of the table below. They
* Documentation will automatically put the correct term in search box above. Once
« Software a value is chosen, click on the Search button to begin. August 2005: Submissions Received from the
saiaL Global Protecme Machine
= Availability - =T - -
. Search By ot Example MNote The GPM have begun to deposit selected data
o ebnasionc A — inta PRIDE from their proteomics data reposhory:
« Data ' The stored accessions GPMDB. At present, the GPMDB experiment
- are just integers. This entries can be accessed as PRIDE experiment
= Data submission |PRIDE formal is used here to accessions 108 to 1620 inclusive.
: {Experimant |PRIDE PRIDE_EXP:0000001 [allow the simple search
* Access Private Data laccession to recognise your entry
* Publications :;aer; :_:;:-:rimem August 2005: HUPO PPP datasets available
| !
. Ma“mg Lists: rMEdIEH_I f The results of the HUPO Plasma FProleome
Es_b-'-ﬁ Project are now publicly available. They can be
* Acknowledgements Tissue s L DOO1792 accessed direclly by submitting lab or by
{Headings T expenment accession.
_ \(MeSH)
» Advanced Search | Medical Exam
, - ple 10 only - there .
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Minimum Information About a Proteomics Experiment (MLAPE):
Standard minimum reporting requirements for proteomics

Version 06, 5tk Oaber. 2008
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